*Background:* Recently, novel viruses, such as human metapneumovirus (hMPV), human coronaviruses (HCoVs), and human bocavirus (HBoV), were identified, and are considered as one of the causative agents for respiratory infection among children in temperate climate. But little is known about them in tropical climate.

*Materials and Methods:* Research Institute for Tropical Medicine in Philippines has been implementing influenza surveillance with the support of the Philippine Department of Health and the US Centers for Disease Control, and collecting the nasopharyngeal aspirates from patients with influenza-like illness. Samples were inoculated on to MDCK and HEp2 cells for virus isolation. Virus-culture negative samples were tested for hMPV, HCoVs, and HBoV by polymerase-chain-reaction (PCR). The PCR products were sequenced for confirmation and phylogenic analysis.

*Results:* From January to December 2006, 226 samples underwent viral isolation. One hundred eighty five samples were virus isolation-negative and tested for hMPV, HBoV, and HCoVs. Two samples were positive for hMPV, three for HBoV, but none of them was positive for HCoVs. hMPV positive samples were collected from 1y2m and 1y5m old patients in October, and were categorized in A2 lineage. HBoV positive samples were collected from 0y7m, 0y9m and 1y3m old patients in January, May and July, respectively, and clustered in phylogenic analysis.

*Conclusion:* Positive samples for both hMPV and HBoV were collected from patients under 2, and this may indicates that those viruses are the one of the important respiratory pathogens in that age group in tropical climate. Two hMPV positive samples were collected at the turn of the year between rainy and dry season, while each HBoV positive sample was collected in various time of the year. Our finding suggests further evaluation of those viruses in the tropical climates to elucidate the seasonal pattern and the clinical impacts.
